(hglglkagggyegijﬁgjt%;b

ATP5PF iJR (EHEH)

4%k ATPSPE i (EAEE)

YLV A4 FK: ATPSPF Antigen (Recombinant Protein)

fik A7 #1% (-20C)

MR PUR

ik

Fusion protein corresponding to a region derived from 1-108 amino acids of human ATP5PF
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Full name: ATP synthase peripheral stalk subunit F6

Synonyms: F6; CF6; ATP5; ATPM; ATP5A; ATPS)J

Swissprot: P18859

Gene Accession: BC001178

Purity: >85%, as determined by Coomassie blue stained SDS-PAGE

Expression system: Escherichia coli

Tags: His tag C-Terminus, GST tag N-Terminus
Mitochondrial ATP synthase catalyzes ATP synthesis, utilizing an e
lectrochemical gradient of protons across the inner membrane du
ring oxidative phosphorylation. It is composed of two linked mult
i-subunit complexes: the soluble catalytic core, F1, and the memb
rane-spanning component, Fo, which comprises the proton chann

Background:

el. The F1 complex consists of 5 different subunits (alpha, beta, g
amma, delta, and epsilon) assembled in a ratio of 3 alpha, 3 bet
a, and a single representative of the other 3. The Fo complex ha
s nine subunits (a, b, ¢, d, e, f, g, F6 and 8). This gene encodes t
he F6 subunit of the Fo complex. The F6 subunit is required for
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F1 and Fo interactions. Alternatively spliced transcript variants enc
oding different isoforms have been identified for this gene. This

gene has 1 or more pseudogenes. [provided by RefSeq, Feb 2016
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